Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.073; wR factor = 0.198; data-to-parameter ratio = 13.1.
In the title compound, C 15 H 14 O 5 , an intramolecular O-HÁ Á ÁO hydrogen bond occurs. In the crystal, the molecules form inversion dimers linked by pairs of O-HÁ Á ÁO bonds, which are further linked by C-HÁ Á ÁO interactions.
Related literature
For the synthesis and biological properties of the title compound, see: Salmon-Chemin et al. (2001) . For crystal structures of similar compounds, see: Vijayalakshmi et al. (1987) ; Ghouse & Rao (1974) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). mon- Chemin et al.(2001) , we now report its structure. The molecular structure of the title compound is shown in Fig.1 . The bond lengths and angles of the napthoquinone molecule are normal and comparable to those of plumbagin (Ghouse & Rao, 1974; Vijayalakshmi, et al., 1987) . Geometric parameters for the butanoic acid group are also normal. As shown in Fig.2 , a two-dimensional network is generated via intermolecular hydrogen bond interactions involving C-H···O, O-H···O.
Experimental 0.2 mmol compound were dissolved in 10 ml methanol and 10 ml CH 2 Cl 2 . The resulting red solution was filtered. The filtrate was allowed to sit under ambient conditions for two weeks, dark-red block crystals were obtained.
Refinement
The H bound to C atoms of naphthoquinone, and to C(11) as well as to C(12)-C(14) were treated as riding, with C-H distances of 0.93, 0.96 and 0.97Å with U iso (H) = 1.2U eq (C), respectively. Hydroxyl O-H distances were set to 0.82Å and were refined as riding with U iso (H) = 1.5U eq (O).
Figures Fig. 1 . The molecular structure showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. 
